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Differential Expression of MiRNA in Hypopharyngeal Carcinoma
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ABSTRACT Objective to screen miRNA and its related mRNA in hypopharyngeal squamous cell carcinoma by
transcriptional sequencing, and analyze obvious up and down regulated miRNA, establish miRNA expression profile
of hypopharyngeal carcinoma and analyze its biological function. Materials and. Methods choose cancerous tissue
and normal tissue adjacent to cancer of 5 cases hypopharyngeal carcinoma patients diagnosed at Dalian University
Affiliated Zhongshan Hospital from January 2014 to December 2015. Extract total RNA and carry on sequencing of
transcriptional group. Screen miRNA with differential expression in hypopharyngeal carcinoma and carry on functional
analysis. Results 20 differentially expressed miRNA were found in hypopharyngeal carcinoma tissues compared
with normal tissues, of which 9 were up-regulated and 11 were down-regulated. Expression times of up-regulated
miRNA were more than 4, and MIR2117 up-regulated expression was the most obvious, reaching 7.5315 times. Among
downregulated miRNA, downregulated times of MIR101-1, MIR3671, MIR3188, MIR331, MIR3685, MIR29B1, MIR4305,
MIR4265 and MIR3157 were more than 2.0. Among them, downregulation of MIR3157 was the most obvious, which
was 5.98601 times. There were 32 mRNA within miRNA 20 kb. Conclusion screening miRNA with differential
expression in hypopharyngeal carcinoma and analyzing possiblely regulated target genes, lays foundation for continued
study of miRNA mechanism in hypopharyngeal carcinoma.
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